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EDUCATION/TRAINING (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.)
INSTITUTION AND LOCATION (ifgﬁglfég;e) YEAR(S) FIELD OF STUDY
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Modeling
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RO1 GM71896 (Shoichet, PI) 8/1/04 — 07/31/08

NIH/NIGMS

A Web-Based Automatic Molecular Docking System

The major goals are to develop community-accessible databases of dockable molecules and an automated

computational platform to allow the community to undertake docking calculations. This is the current
application.
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